
SEQUENCE /LISTING 



GENERAL INFORMATION: 



APPLICANT: GREENE, EJ AL 
TITLE OF INVENTION: 



Human Tumor Necrosis 
Receptor 



Factor 



NUMBER OF SEQUENCES 



CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: tfARELLA, BYRNE, BAIN, GILFILLAN, 

CECCHI, STEWART & OLSTEIN 

(B) STREET: 6 ^ECKER FARM ROAD 

(C) CITY: RQBELAND 

(D) STATE: NEW JERSEY 

(E) COUNTRY: USA 

(F) ZIP: 07068 



(v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: 3.5 INCH DISKETTE 

(B) COMPUTER/: IBM PS/2 

(C) OPERATING SYSTEM: MS-DOS 

(D) SOFTWARE: WORD PERFECT 5.1 



(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: 08/469,637 

(B) FILING DATE: June 6, 1995 

( C) CLASSIFICATION : 



(vii) 



PRIOR APPLICATION DATA 

(A) APPLICATION NUMBER: PCT/US95/03216 

(B) FILING DATE: 15 MAR 95 



(viii) ATTORNEY/AGENT INFORMATION: 

(A) NAME: FERRARO, /GREGORY D. 

(B) REGISTRATION NUMBER: 36,134 

(C) REFERENCE /DOCKET NUMBER: 325800-381 

(ix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: /201-994-1700 

(B) . TELEFAX: / 201-994-1744 

(2) INFORMATION FOR SEp ID NO:l: 

(i) SEQUENCE CHARACTERISTICS 

(A) LENGTH:/ 1173 BASE PAIRS 

(B) TYPE: /NUCLEIC ACID 

(C) STRANDEDNESS : SINGLE 

(D) TOPOLOGY : LINEAR 

(ii) MOLECULE/ TYPE : cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:l: 



ATGAACAAGT 


TGCTGTGCTG 


CGCGCTCGTG 


TTTCTGGACA 


TCTCCATTAA 


GTGGACCACC 


60 


CAGGAAACGT 


TTCCTCCAAA 


GTACCTTCAT 


TATGACGAAG 


AAACCTCTCA 


TCAGCTGTTG 


120 


TGTGACAAAT 


GTCCTCOTGG 


TACCTACCTA 


AAACAACACT 


GTACAGCAAA 


GTGGAAGACC 


180 


GTGTGCGCCC 


CTTGCCCTGA 


CCACTACTAC 


ACAGACAGCT 


GGCACACCAG 


TGACGAGTGT 


240 


CTATACTGCA 


GCCCCGTGTG 


CAAGGAGCTG 


CAGTACGTCA 


AGCAGGAGTG 


CAATCGCACC 


300 


CACAACCGCG 


TGTGOGAATG 


CAAGGAAGGG 


CGCTACCTTG 


AGATAGAGTT 


CTGCTTGAAA 


360 


CATAGGAGCT 


GCCOTCCTGG 


ATTTGGAGTG 


GTGCAAGCTG 


GAACCCCAGA 


GCGAAATACA 


420 


GTTTGCAAAA 


GATGTCCAGA 


TGGGTTCTTC 


TCAAATGAGA 


CGTCATCTAA 


AGCACCCTGT 


480 


AGAAAACACA 


CAAATTGCAG 


TGTCTTTGGT 


CTCCTGCTAA 


CTCAGAAAGG 


AAATGCAACA 


540 


CACGACAACA 


TATGTTCCGG 


AAACAGTGAA 


TCAACTCAAA 


AATGTGGAAT 


AGATGTTACC 


600 


CTGTGTGAGG 


AGGCATTCTT 


CAGGTTTGCT 


GTTCCTACAA 


AGTTTACGCC 


TAACTGGCTT 


660 


AGTGTCTTGG 


TAGACAATTT 


GCCTGGCACC 


AAAGTAAACG 


CAGAGAGTGT 


AGAGAGGATA 


720 


AAACGGCAAC 


ACAGCTCACA 


AGAACAGACT 


TTCCAGCTGC 


TGAAGTTATG 


GAAACATCAA 


780 


AACAAAGACC 


AAGATATAGT 


CAAGAAGATC 


AT C CAAG AT A 


TTGACCTCTG 


TGAAAACAGC 


840 


GTGCAGCGGC 


/acattggaca 


TGCTAACCTC 


ACCTTCGAGC 


AGCTTCGTAG 


CTTGATGGAA 


900 


AGCTTACCGG/ 


GAAAGAAAGT 


GGGAGCAGAA 


GACATTGAAA 


AAACAATAAA 


GGCATGCAAA 


960 


CCCAGTGACGf 


AGAT CCTGAA 


GCTGCTCAGT 


TTGTGGCGAA 


TAAAAAATGG 


CGACCAAGAC 


1020 


ACCTTGAAGG 


GCCTAATGCA 


CGCACTAAAG 


CACTCAAAGA 


CGTACCACTT 


TCCCACAAAC 


1080 




TGTCACTCAG AGTCTAAAGA AGACCATCAG GTTGCTTCAC AGCTTCACAA TGTACAAATT 114 0 
TATCAGAAG TTATTTTTAG AAATGATAGG TAA / 1173 



INFORMATION FOR SEQ ID N0:2: 
(i) SEQUENCE CHARACTERlfeTICS 

(A) LENGTH: 390 AWINO ACIDS 

(B) TYPE: AMINO #CID 

(C) STRANDEDNESS 

(D) TOPOLOGY: LINEAR 



(ii) 



MOLECl 



TYPE: PROTEIN 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 



Met Asn Lys 
-20 

lie Lys Trp 

-5 

Tyr Asp Glu 
10 

Pro Gly Thr 
25 

Val Cys Ala 
40 

Thr Ser Asp 
55 

Gin Tyr Val 
70 

Glu Cys Lys 
85 

His Arg Ser 
100 

Pro Glu Arg/ 
115 

Ser Asn Gil 
130 



Leu Leu 
Thr Thr 
Glu Thr 
Tyr Le 
Pro Cys 
Glu Cys 
Lys' Gin 
G^u Gly 
rs Pro 
Asn Thr 
Thr Ser 



Cys Ala 
-15 

G/Ln Glu Thr 
1 

Jer His Gin 
15 

Lys Gin His 
30 

Pro Asp His 
45 

Leu Tyr Cys 
60 

Glu Cys Asn 
75 

Arg Tyr Leu 
90 

Pro Gly Phe 
105 

Val Cys Lys 
120 

Ser Lys Ala 
135 



Leu Val 
Phe Pro 
Leu Leu 
Cys Thr 
Tyr Tyr 
Ser Pro 
Arg Thr 
Glu He 
Gly Val 
Arg Cys 
Pro Cys 



Phe Leu 
-10 
Pro Lys 
5 

Cys Asp 
20 

Ala Lys 
35 

Thr Asp 
50 

Val Cys 
65 

His Asn 
80 

Glu Phe 
95 

Val Gin 
110 

Pro Asp 
125 

Arg Lys 
140 



Asp He Ser 
Tyr Leu His 
Lys Cys Pro 
Trp Lys Thr 
Ser Trp His 
Lys Glu Leu 
Arg Val Cys 
Cys Leu Lys 
Ala Gly Thr 
Gly Phe Phe 
His Thr Asn 



Asn Ala Thr 




(2) INFORMATION FOR SEQ ID NO: 3: 



EQUENCE CHARACTERISTICS 

(A) LENGTH: 33 BASE PAIRS 

(B) TYPE: NUCLEIC ACID 



(C) STRANDEDNESS: SINGLE 

(D) TOPOLOGY: /LINEAR 

(ii) MOLECULE TYPEj Oligonucleotide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3 

GCCAGAGGAT CCGAAACGTt/ TCCTCCAAAG TAC 
(2) INFORMATION FOR/ SEQ ID N0:4: 

(i) SEQUENCE /CHARACTERISTICS 

(A) LENGTH: 33 BASE PAIRS 

(B) TYPE: NUCLEIC ACID 

(C) STRANDEDNESS: SINGLE 

(D) TOPOLOGY: LINEAR 

/ ^ 

(ii) MOLECULE TYPE: Oligonucleotide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4 



CGGCTTCTAG 



fACCTAT CATTTCTAAA AAT 



(2) INFORMATION FOR SEQ ID NO: 5: 

(i) SEQUENCE CHARACTERISTICS 

(A) LENGTH: 31 BASE PAIRS 
/(B) TYPE: NUCLEIC ACID 

(C) STRANDEDNESS: SINGLE 

(D) TOPOLOGY: LINEAR 

(ii) / MOLECULE TYPE: Oligonucleotide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5 



GCGCGGATCC ATGAACAAGT TGCTGTGCTG C 



(2) INFORMATION FOR SEQ IB NO: 6: 

(i) SEQUENCE CHARACTERISTICS 

(A) LENGTH: 34 BASE PAIRS 

(B) TYPE: NUCCL.EIC ACID 

(C) STRANDEDNESS: SINGLE 

(D) TOPOLOGY/ LINEAR 

(ii) MOLECULE TYPE: Oligonucleotide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6 

GCGCTCTAGA TTACCTATCA TTTCTAAAAA TAAC 

(2) INFORMATION FOR SEQ ID NO: 7: 

(i) SEQUENCE CHARACTERISTICS 

(A) LENGTH: 31 BASE PAIRS 

(B) TYPE: NUCLEIC ACID 

(C) STRANDEDNESS: SINGLE 

(D) TOPOLOGY : LINEAR 

(ii) MOLEduLE TYPE: Oligonucleotide 



(xi) 



SEQUENCE DESCRIPTION: SEQ ID NO: 7 



GCGCGGTACC TCAGTGGTTT GGGCTCCTCC C 



(2) INFORMATION FOR SEQ ID NO: 8: 



(i) SEQUENCE CHARACTERISTICS 

0 LENGTH: 39 BASE PAIRS 
(B) TYPE: NUCLEIC ACID 
((C) STRANDEDNESS: SINGLE 
(D) TOPOLOGY: LINEAR 



+ 



(ii) MOLECULE TYPE: Oligonucleotide 



(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 8 



GCCAGAGGAT CCGCCACCAT GAACAAGTTG CTGTGCTGC 



39 



(2) INFORMATION FOR ySEQ ID NO: 9: 

(i) SEQUENCE CHARACTERISTICS 

(A) LENGTH: 60 BASE PAIRS 

(B) TYPE/: NUCLEIC ACID 

(C) STRANDEDNESS : SINGLE 

(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: Oligonucleotide 



(xi) 



SEQUENCE DESCRIPTION: SEQ ID NO: 9; 



CGGCTTCTAG 



\GCGT AGTCTGGGAC GTCGTATGGG TACCTATCAT TTCTAAAAAT 60 



